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Product of one turn of TCA cycle

3 NADH Speaitan
1 FADH, -
1 GTP or ATP
2 CO, Oxaloadetate Loostraia
NADH
Mnlole cycle
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Total ATP production from one Glucose molecule

Process SHETS Lla e ATP yield
Produced
Glycolysis s o
2 NADH 5 ATP
o 2 NADH 5 ATP
decarboxylation
6 NADH 15 ATP
Krebs Cycle 2 FADH, 3 ATP
2 ATP 2 A1P
Total 32
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Glyoxylate cycle <ol ¢5\d) 3 4 g2
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b ey Succinate ) Acetyl CoA disad Lgad ahy Cus L) & &t Y g
M@_AL;);\ UDSJAJWY\ ua\.AAY\J&_\\JMJ.\)S.“ u.tjs.

2 Acetyl-CoA + NAD™ + 2H:0 — succinate + 2CoA + NADH + H*

Jlarinly o588 Cua (Osally 4all) 52l Cl) aie 3 ) sall Gaad il 48 -
LS pall el (m ozl O SU aia g jaa Acetyl-CoA 1 acetate
Y e (S oY) ALY A L) #liss Al gAY

Glyoxysomes 4l pdlall aluaWh (o pzi Aald Clayen 8592l o3 -
Aleny Ll (e culiill (Sad die A9 5 yeall 38 Chgas aie Jald yglai
iyl sl

Acetyl CoA synthetase
Acetate + CoA + ATP —— Acetyl CoA + AMP + PPi
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T
CH; —C—S-CoA
Acetyl-CoA
0=C—C00"
CH,—C00™ ‘:t':te
Oxaloacetate <
. a-o-  Glyoxylate cycle
| -
HO—C—CO0
malate dehydrogenase | -
CH,—C00
NAD* Citrate
oo™ GIYOXY late aconitase
Ho_CIH cycle
CH;
I~ CH,—C00~
coo "~
Malate ‘f"' —Coo
“‘"':‘e HO—CH—C00"
i ol e Isocitrate
| isocitrate
$=° lyase
C=0

I
CH; —C—S-CoA |!|

Acetyl-CoA Glyoxylate CH,—C00™
I _ Succinate
CH,—C00
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Citrate synthase =

Isocitrate lyase =

Malate synthase =

ddee e HSlSH N Jgatis ) gall 628 (e 423Ul Succinate ) O

.Gluconeogenesis -
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Phosphogluconate pathway < ¢S ¢S gdus 5il) jlisa

$85 : Pentose phosphate pathway <liug gl law Lyl =
oSl Jlatll e I ALl (5 5SsI) @y g SN s G jlia aal
Glucose-6- phosphate ! JAl a8 juaa Jia jluddl 132 Glycolysis !
Gl Sl M LEans) Ay dua o Sl Jladll cdleldd Alule 3 4 Sl
(st Oledl 12 @Mlels Easd  Pentose phosphate 5 yudall duledl)

(AlSed) pliaal) da i) 8 Gasy W) elianll aall

Glucose 6-phosphate + 2NADP™ + Ho0——
ribose 5-phosphate + CO; + 2NADPH + 2H™

gl Clgaall oy sl Jin IS, s

Aagall LS jall (o el Uil (5 59 30n 58 5 (a2 sl (8) NADPH I
Bae S ya g (558N g il g il g Liaall (alea YIS 4040

Aaay 1Y) ) yall 5 4y 5 5il) (alaall g ala alS gl elial (g 5 9 puall 5ol S m
.(...NADH, ATP, FADH,)
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Glucose 6-phosphate

L

6~Phosph¢;g1uoonate

CO, «

Ribose 5-phosphate

NADP*i i 2 GSH
glutathione
reductase

NADPH GSSG

Fatty acids,

NADP* sterols, ete.
reductive
biosynthesiz

+» NADPH

Ribulose 5-phosphate

Precursors

Glucose
1 glycolysis
Glucose ~ = ATP
6-phosphate
pentose | s i g B A
phosphate ® NAI;‘PH E
pathway :

6-Phospho-
gluconolactone

l

" -

=
=
=
o
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Pentose
Nucleotides, coenzymes, phosphates
DNA, ENA
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0 H* ¢
OH OH  \p, > OH OH  \p,
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NADP* NADPH
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§bym5 5T punl big . ugSele giugll jluse 3 Lo 1 o
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