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Eukaryotic Gene Structure
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Gene expression in eukaryotes slgill daea & Juall juedl) adaih

Transcription
starts here AUG (Translational start site) ~ Translational stop site
5 } y
DN/’\QO Promoter Exon m Exon Exon A7
Transcription occurs ! Transcrioti g
RNA polymerase Il paon
o m’G cap . (+capping and polyadenylation)
Pre-mRNA
v :/ j\AAAn
l" Processing of precursor
TRNA B ™ N M,
I Transport out of nucleus to
! cytoplasm
Polysome Y
AAAA,

L gTransIatiorkm

Released polypeptides %% & %?

paaall e Fall dlsye
MRNA (555 5 (5930

oo 0o Intron dahie slagiul
DNA (55510l (aaall

doyaaas Ol Jaad¥ Al
Adsiualy latd exon dilaie Al
;\._._:A.\a_“ 54 P 4.;.-.‘:9.3-“ )__.\....a_ﬂ\ CIE
Splicing

e ualadll J8 Pre-mRNA
Cali g yany|

Ju ax WG MRNA  maay &
SlbgnSY) exon  dzlaie



I aaJjbal RNA G DNA G o
: 4 gl dada iy gl 5 (45 0 )
| 3w @ilhgag S Folding
I e 050 Ghll 4 0 s
|kl ke Add s
kel e il ¢ ja i)l

mRNA Protein Folding is an
essential part of all life!

21 Folding
% n— >

Non-Native

Translation

Native

-----------------------------l

Ribosome



Slas o Wl

Proteins

LA Wy L) ol e ST a5 S 432 g Sl (2 ®
(,44»\ Lacy Gl sA-1 ¢

Wl i 412

LAl sl ao el o Pl -3 ¢

She Jlly LA e bl -4 ¢

sAYI Sl Je -5 ¢

5l 3 Auglall Al Vil L2y ko oo Gy Dl ol oSl (2 Sy -6
NI

Aoy S Lo ST Sy o SV s LY e (5



Sl 33 S g ST Lo - SIS 381 p Syl 0

MLA/ML »j(xxkff)ﬁj}wdujjykj

Wopld s

amino acids sl 2 20 EXEE

sagaall O Jaad &addl Loy ) daily any Aoyt plodl Las

e o PPNl ( o9 u\jcsji\ f 9 polypeptide
polypeptide % polymer J.:S )?S\ Y

il g rj.c.J \.@L{“Aj Lb £ polypeptide 500 Oluds Lo o Slusy Al S



20 Amino Acids

NON-POLAR
TH -

Glycine Alanine Valine Cysteine Proline
Gly/G Ala/A Val/V Cys/C Pro/P
H H H H H
1 o 1 o ] o | o | o
.“-.'"—?—c:’ "'-"'—?—‘3:' ”e',"—?-ci' HN-—c-c ~t!-',"-?—°:' Lysine Histidine
- gy 9 cH, < ~ cH o: cH, o &ti-:\ cH, o Lys /K His / H
CH, CH, SH .;. ,/O |;| ,/0
¢ HN — ¢'; - € HN-C—-C_
Leucine Isoleucine Methionine Trytophan Phenylalanine g:: : _
Leu/L lle /1 Met /M Trp/ W Phe/F ?". —
b H H H H CH,
1 o ) o 1 o 1 o 1 o ?“‘
HN—C- c HN—Cc—c” HN—c—-c” HN—c-c” HN-—Cc-c” NH; )
o ! o ! o ! o ! o ;
cH, H.C —CH CH, CH, CH,
e =




NNV AN\

Proteins iladig !l albaia¥ agall Jelall
wavelength absorption

o) Sasdll mead) Ao bRl Saagighe yiSus Hlga aladiiul @
Slad g all

Protein 260 e Laila DNA (5993l aaad) ey e

BN il  sdlaslimiad Al cl@yll -

Nucleic Acid

Tyrosine 55,48l Jie Aromatic amino acids 4 )laal)

240 280 280 300 320 o histidine (panigl) SIS, Tryptophanglé g il

N\ N
|
g

; n% e il 280 e lgaaliaial

;j:ﬁ" 260 xe 4alaid 5 Phenylalanine V) (sl laela @
§' w"’:;‘::{j\w DNA ‘_“5293.“ ‘_}.AAL! ‘..5.;)‘!‘ J)H‘ 4:!\.4::‘:1 ‘:m-’ ):‘;‘A-,:'u

Histidine

wavelength (nm) ?CS_. =3 /I“)

zZ4 NV 1/

4




“Denature gl eKan ol Caliy s @

G99l S e a3 18 45Lxally sl Sl ol @
Ailbgg Aol wia) Calug duSe pe ddyylay
233 -4 9ol d2)3PH - (guzrg gl 3,01 s 1 e
Syl dms £l Wl 53

Lol 9l Az gl Jalg Jl Calis ol 35l 8l 0Y9 @

Denatured protein



e i) JSKEIL 4 C)a:\l ual)

T llSing lingyll A Ao blaall 5 Cas
A (po 09Ty Baaal) Cilanil B e Jaas Allg chaperonin (g julill Slidg y ddalgy
Gladall Jedo die dae s o0 J<Ka0 cldad g Sl gla

Correctly

Polypeptide folded

protein

Hollow )
cylinder

=

Chaperonin © An unfol

ﬁ ﬁ ‘ -
B B B

ded @ The cap attaches to that © The cap comes

(fully assembled) polypeptide end, causing the cylinder off, and the
enters the to change shape in such properly folded
cylinder from a way that it creates a protein is

one end.

hydrophilic environment released.
for the folding of the

polypeptide.




	Slide 1
	Slide 2: تركيب الجين  Gene Structure
	Slide 3
	Slide 4: Gene expression in eukaryotes طرق تنظيم التعبير الجيني في حقيقة النواة 
	Slide 5
	Slide 6
	Slide 7: البروتينات     Proteins   
	Slide 8
	Slide 9
	Slide 10
	Slide 11
	Slide 12

