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salivary
amylose and  amylase
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small intestine
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The reactions of glycolysis:

CH,OH
O H
H H
0OH H
HO OH
H OH
glucose
ATP
hexokinase
» ) 0N
represents a
®_ OCH, phosphoryl
H o H group:
gH H + H' ?
H OH o

glucose 6-phosphate
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phosphoglucose
isomerase
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OH H
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fructose 6-phosphate

ATP

] phosphofructokinase
ADP

@)—OCH2 o CI—[20—®

OH H
H>Q<0H + H

H OH
fructose 1,6-biphosphate
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fructose 1,6-biphosphate
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(|:H20—® (|:|—H
I
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CH,OH CH 0@
dihydroxyacetone glyceraldehyde
phosphate 3-phosphate
friose
phosphate
isomerase
O

Il Note that after reaction 5,

(lj_H glucose has been
H —C—OH ‘ converted into two

| glyceraldehyde
CH,0 —® 3-phosphate ions.
glyceraldehyde
3-phosphate
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glyceraldehyde 3-phosphate

2 NAD* +2 P, glyceraldehyde
dehydrogenase
2 NADH
QO
Il
(II —0
.
2|y _¢—on +2H
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1,3-biphosphoglycerate
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1,3-biphosphoglycerate

2 ADP hosohoa ;
08, erate
Reaction 7 iinasi oave
2 ATP
0
|
c—0O

3-phosphoglycerate
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phosphoglycerate

0
1
cC—o0
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2lu_¢—o
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CH,0H

2-phosphoglycerate

Reaction 9 enolase

2 H,0

phosphoenolpyruvate

2ADP +2H
pyruvate
Reaction 10 kinase
2 ATP
c 0 .
|
(lj — O
2 C=0
|
_ CH, |
pyruvate
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Summary of Glycolysis

The chemical equation for the overall glycolysis pathway is:
Glucose + 2 ADP + 2 Pi + 2 NAD" 2 2 pyruvate ions + 2 ATP + 2NADH +2H,O +2 H
7



