S Jadll Al sl
2021 -2020




Nutrient Metabolism
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Tricarboxylic Acid Cycle

Tricarboxylic acid

From Glycolytic Pathway CyCle, (TCA CyCIG), also
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TRANSAMINATION 2 8 DEAMINATION
A
TRANSAMINATION DEAMINATION

The transfer of an amino The removal of an amino
group from one molecule to § group from an amino acid or
another, especially from an other compounds

amino acid to a keto acid

Involves in the synthesis of Involves in the breakdown
nonessential amino acids of excess proteins

Occurs in all cell of the Occurs in the liver
body

Transaminases or Deaminases catalyze
aminotransferases catalyze deamination
transamination

Results in an exchange of Results in the elimination
an amine group with a keto of ammonia
group
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Glutamic acid is the main Glutamic acid is the
form of amino acid primary form of amino
produced in transamination acid, which undergo
reactions deamination

Reversible Irreversible
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AMING acia (Proteimn) pPool

Tissue protein
plasma protein
ENZYIMES Glucose
otk
! 5 Lipids
hemodglobin

Mon-protein
Compounds
Cther new heme
amino acids heterocyclic
Amines
Catabolism
CO2 + H20 + ammonia +
other nitrogenous
compound

Energy
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Glucose

' 8 8

2 Pyruvate

B

8 B

Electron
transport chain

NADH + H+ + 3 ADP + 3 Pi + 1/2 02 — NAD+ + H20 + 3 ATP

FADH2 + 2 ADP + 2 Pi + 1/2 02 — FAD+ + H20 + 2 ATP
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The majority of tissue in a fish, approximately 60% is the
swimming musculature, of which fish have two primary types
.Red (slow-twitch, oxidative) fibers are typically located in a
superficial lateral wedge between the epaxial and hypaxial
regions of white (fast-twitch, glycolytic) fibers. The red muscle is
specialized for sustained, aerobic swimming contractions, while
the white muscle has a high anaerobic capacity for powerful,
short-duration bursts of activity. In tunas, the red muscle position
IS more internalized compared to ectothermic teleosts, extending
from the superficial lateral region in toward the backbone. The
lateral wedge in fish may contain red, white, or pink
(intermediate, or fast, oxidative-glycolytic) fibers, depending on
the species .The internalized position of the red muscle in fish is
associated with vascular countercurrent heat exchangers which
trap metabolic heat produced during muscle contractions,
allowing fish to elevate red muscle temperature above ambient




