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Glucose + ATP - glucose-6-P + ADP

6CH,OH 6 CH,0P052"
ATP ADP
H H M H H
14_. 1
M92+

OH OH OH OH

H OH Hexokinase H OH
glucose glucose-6-phosphate

il N ATP e il gdl) asalae i o 685 Sl Kinases <l i 4 seae (s 34 Hexokinase a3
bl (M Jie i) S sl ) 5l ) Mgt Gl ) zliad Kinases il i) ol Jaady
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glucose-6-P (aldose) €< fructose-6-P (ketose)
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6CH,0PO3%" 1CH,OH
o
5 H HO 12
H J4 3 OH
H
H OH OH
Phosphoglucose Isomerase
glucose-6-phosphate fructose-6-phosphate
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Phosphofructokinase
6CH,0P03%~ ICH,OH 6CH,0PO52" 1CH,0P04%~

0 ATP ADP o
5K H HO 12 KS z} 5K H HO 42
2+
H 4 3 OH Mg H 14 3 OH
OH H OH H

fructose-6-phosphate fructose-1,6-bisphosphate

fructose-6-P + ATP = fructose-1,6-bisP + ADP
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fructose-1,6-bisphosphate <> dihydroxyacetone-P + glyceraldehyde-3-P
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dihydroxyacetone-P < - glyceraldehyde-3-P

Triosephosphate Isomerase
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phosphate intermediate 3-phosphate
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Glyceraldehyde3-phosphate + NAD" + Pi <> 1,3-DPG + NADH( nicotinamide adenine
dinucleotide) +H*
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Glyceraldehyde-3-phosphate
Dehydrogenase
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3CH,0PO3% 3CH,0P03%

glyceraldehyde- 1,3-bisphospho-
3-phosphate glycerate
glyceraldehyde-3-P + NAD" + P; €= 1,3-bisphosphoglycerate + NADH + H*
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Phosphoglycerate Kinase
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glycerate

1,3-bisphosphoglycerate + ADP <> 3-phosphoglycerate + ATP
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Pyruvate Kinase
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phosphoenolpyruvate pyruvate

phosphoenolpyruvate + ADP - pyruvate + ATP
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glucose Glycolysis

ATP
Hexokinase
ADP

glucose-6-phosphate
Phosphoglucose Isomerase
fructose-6-phosphate
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q Phosphofructokinase
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glyceraldehyde-3-phosphate + dihydroxyacetone-phosphate
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Glycolysis continued



glyceraldehyde-3-phosphate
NAD" +P, ::I Glyceraldehyde-3-phosphate
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Phosphoglycerate Kinase
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Phosphoglycerate Mutase
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PYRUVATE CAN BE CONVERTED TO ETHANOL, LACTATE OR AcCetYL COA

JS s ) ikl IS Lelas Lgaai o8 gyl ) 5 €I e cBle il Julis o)
SN lligh Ailide ;S5 Gad) Ak a3 b Gyl uae oS (LA g

(6 AY A el clal¥) (e el 53 puaddl (8 Cud g ) e JAAY) 5SS (1
= decarboxylation  JusSs SI de sene Al et IV 5 shall
$Cud 5l
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Acetaldehyde + NADH + H" <> Ethanol + NAD"
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pyruvate acetaldehyde ethanol
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Glucose + 2Pi + 2ADP = 2Ethanol + 2CO, + 2ATP
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Lactate Dehydrogenase

O\\C/ © NADH+H* NAD* O\\C/ °
c:;=o — H(:Z—OH
CHs CHs

pyruvate lactate
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Glucose + 2Pi + 2ADP = 2Lactate + 2ATP
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Pyruvate + NAD" + CoA = Acetyl CoA + CO,+ NADH + H”
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1) Glucose + ATP = Glucose 6- phosphate + ADP
2) Fructose 6- Phosphate + ATP > Fructose 1,6-diphosphate +
ADP
3) Phosphoenol pyruvate + ADP = Pyruvate + ATP
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