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ABSTRACT

The current study analyzed addictive behavior at the molecular level among amphetamine (AMP) addicts
residing in the Basrah Addiction Treatment Center, during the period extending from October 2024 to July
2025. DNA was extracted from blood samples of two groups, control (20) and AMP addicts (80). Their
ages ranged between 14 and 45 years and older. The DNA was then amplified using PCR. The results
showed that the highest percentage of AMP addicts was 12.5% in September 2024, while the lowest
percentage was 5.5% in January and February 2025, compared to the rest of the months. The results also
indicated that the highest percentage of addiction was among uneducated addicts (85.5%), while the AMP
addiction was 13.5% in educated addicts. The 25—34-year age group had the highest percentage (31.83%),
while the age group > 45 years recorded the lowest percentage (18.8%) of AMP use. The age groups 14-24
and 35-44 years recorded percentages of 26.32% and 23.1%, respectively. Based on the PCR analysis of
the TaqlA polymorphism, two mutations were identified compared to the control group (CC). These were
homozygous (TT, 2.5%) and heterozygous (CT, 27.5%). In AMP addicts, the T-allele frequency was higher
(83.75%) than the C-allele frequency (16.25%). The results also reported that the dopamine receptor
concentrations in AMP addicts were significantly higher in the CT genotype than in the CC and TT
genotypes. These results suggest the role of genetic factors in addiction susceptibility and their interaction
with neurotransmitters such as dopamine.
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INTRODUCTION

Drug addiction is a highly complex public health issue that poses a comprehensive threat to various aspects
of life at social, biological, and psychological levels. Addiction is closely linked to lower academic
achievement among students, decreased productivity in the workplace, disruption of professional
relationships, increased family tension, and a consequent deterioration of financial conditions (Devi &
Singh, 2023)Drug addiction causes disruptions in brain and behavioral functions, negatively impacting
physical, mental, and nervous health. The severity of the effects varies depending on the type of drug, its
dosage, and its mechanism of action. Consumption patterns vary among individuals; some use drugs for
recreational or therapeutic purposes without developing addiction, while others develop physical and
psychological dependence. Susceptibility to addiction depends on individual, biological, and psychological
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