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Introduction

  Fish represents significant economic value in the 
lives of the people of Iraq. While freshwater fisheries 
play a central role in the life of society due to the 
water bodies that cover the Iraqi land. The Euphrates 
and Tigress Rivers, lakes, reservoirs, canals, and 
marshes were suitable habitats for the Iraqi fish 
fauna. The family Cyprinidae belongs to the order 
Cypriniformes. It is considered the largest fish family 
in Iraqi inland waters. It includes the most important 
genus and species in Iraqi inland waters. 

Traditionally, the Iraqi fish species were described 
using biometry1. These morphological and meristic 
characteristics confused the similarity between 
nearby species, causing overlapping of the 
morphological and meristic ranges2. Therefore, the 
biochemical composition is utilized as a biomarker 
to differentiate among similar species. allozyme was 
the alternative method to differentiate inter-species3. 
Nevertheless, allozyme cannot discriminate all intra-
species4.  Recently, Polymerase Chain Reaction 
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